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AFRBIRFREXHNESER (| XER)

L EEY)

ERER ¥E LR

EGFR &&A
19 SHEF

(B, EREFER)

TIEBRE (=%, AR)
EBEERE (B AR)
Rude (8 A%R)
FEER (8=, AR)
EGFREAME 14T MEE 753 uEs  LIHEE (B AR

% VAR NEEES, REER (8%, A%R)
p.L747_P753delinsS {ER fR sk MEBXHENLERS 1 TRER -
- 19.11%  EGFR 19del £3¢5 EGFR SUBRLK FXER (8 AR)
R
50%, ABERREHER, WEHE 1-34€ REER (8%, A%R)
€.2240_2257del
EGFR-TKI 358/, EBRER+EEALEN
p.Leu747_Pro753delinsSer
(B, A 4R)
N\gRre (8% A%R)
ERBR+NKEKREH
(B, A 4R)
AEFEERAEXHNEREE (IXER)
TRER ¥E ERRIR R

(B, IEREFER)

TPS3 EFME 236 URAERARARR

TP53 EA
RTRERER, ZTEERNEAEY ) ‘
72T pv236C HENRE REMEHAR, RRRSBEARN )\ cortib+ B HA
29.38% IHEEHE R [PMID: 16827139], TP53 &
c.707A>G (@@, C %)

p.Tyr236Cys

BE A

EGFR

TaRE 53 AEimER RTEME X
GERFESR: C)

EGFRITF 7pll.2, RBBREEKEFZK (Epidermal Growth Factor Receptor) , X% ERBB1/HERL, A
BRSPS R —Fh,

EGFREZEZ NSCLCH—IREIEMNEHNERTERTR, ZERMNFEERTATLUEHARNEEILHE. 514
WK MEELE, FaEMEIMEARNAT . TCGA K COSMIC #iEER, EGFRRE HF NSCLC 89 10-20%, X
—EIERTE. . TRFEEHFREEEPLES, PIONEER AR ER, REMAREEE EGFR R E~50%,
EGFR AR RTEP T HIL I 18~21 SHEF. 5 EGFRBERE (RE M7 19del. L858R) HIEEHEA NSCLC
I —~=4 EGFR-TKI /&, EF ADAURAMASLER, REBE BRI A HE EGFR RED IB-1IIA HRIE/ MBI =

(NSCLC) BEMARBE®BIAT

I—/Z K TKI FFEBMEMAN EGFR BMBEETEHE, X4 50%MWANGIRKEYE TT90M RE, ZEBERNE=NR
TKIMNREERE. MEEE. AXEEHZ,

# K% ¥ EGFR 20ins (FR45%IF A A763_Y764insFQEA &) MHE#—~=1 TKI %5, FDA EB#tL/E EGFR/MET
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W4F F MR Amivantamab (JNJ-61186372) . EGFR/HER2 /N9 Fii 5 Mobocertinib (TAK-788) AsriEd
EGFR 20ins 94278 NSCLC R A &£ &, Amivantamab. Mobocertinib 754 NMPA Z B IE RO IEE AR AT
P &o Amivantamab j4f7 EGFR/MET B8 (8= TKI fi1Z 48 EGFR 2%, EGFR 20ins) NSCLC BE M
R EEAEINCT0260977]/[CTR20190589] (P E) . L4k, Amivantamab BX & = $H/85 B =B f7 EGFR 20ins
BB RS NSCLC B9 1l BRI PRiX 38 [NCT04538664]/[CTR20202633] (H1[E) . Amivantamab BX& = EGFR-TKI
AEBR (Lazertinib) 7&f7 EGFRRE (8% EGFREZH/FENRE K ex20ins) MIEHZ M NSCLC BIRKRIR
[NCT04077463]/[CTR20202097]IEE BRI Bo

75 EGFR BUBRTMBRHAMIA NSCLC B, £ EGFR i AT aE A TSR REE[2016ASCO#9053], i
S —f{ EGFR-TKI j847 #9 EGFR R A NSCLC BE R, RS EGFR 1 (fEAHE TT90M) Ju T] #EM Z4L5I
[2014ASCO#8053], HF4 A EGFR FUERY WA SH =1 EGFR-TKI it %, IGKRFIEIERT, BZE 2 (X
FEEER)BEES =K TKI A = RA L ENMZ[PMID: 28202511]. R L L%+ EGFR 19 N2 F delET46_A750
FRECRTAY NSCLC BEEMAATBLET 19 502 F delST52_IT59 BARTH 21 SHNEF L85SRREMNESE
B 5 HIHK S EGFR TT90M IR ZE[PMID: 28747773,

b4k, BR 5 BEHA#DSE NSCLC BEBMER T 4B EGFR ¥ 1%, IPASS A S MIES, thFEE W EGFR-TKI it &,
B EGFR ¥ 14 B i /& B B AT BE X1 EGFR 118 (NBEE B P, Necitumumab) BX& 677 8 RE[PMID: 27760595,
29158193, 29169877,

EGFREMMEEREGM T RITERIE EGFRME (EGFR N KIS F R0 RADSL ®E) . EGFR BBssiig
B8 (KDD) %, 2N EARERT, B ECFR 2B XBXNME TR TREN EGFR-TKI 11/B& & B S [PMID:
27102076, 29290255, 31345345] [PMID: 32903808]. IfaFRAI#IEIRR, EGFR ME AR EZEE. REBEHK
[PMID: 27102076]. EGFR-KDD IRATsExt B, MIAERE. REZEE EGFR-TKI BUZE[PMID: 26286086,
26398831, 31393596],

EGFRvIIl (variant I11) 5RZEE1 EGFR Exon 2-7 BARRE, MIMEMIE (ECD) 267 MEEMRK, ZRTAS
AMEEYS, FHELESBMEA. EHREFH NSCLC W—IRFAFIFRSRH, MXE LMY= EGFRvIII REHE
R ERN 7% (8/114) , HAfBhEA 11.1% (6/54), FARER 3.6% (2/55), PAFIZ 31 fIMEEELE 6 )
EGFRvIII RE (16.1%) , #5# EGFRvIII REMMEEEE 0S BT KMEH[PMID: 26273378],

NERBIBETR, EGFREFNERAKSRERET AMHEFITHRAE (BATEAK<2ME) RIBRHE

(hyper-progression, HP) #83[PMID: 28351930]; &M RH—FiER, LAEP EGFRY OGS REKRT
SIMEI AT HP #8£[2017ESMO#1140PD],

TP53 fiiF 17pl3.1, B—1"EEMNMNEEE, &KL p53 EH, EFTRELAUNNEERZ—. EXENER
FRERAREN, % DNARGEERRISHRAMAT, BERXTLE, TP53 ZMAMATIIHEEREE G1/2
HEREZEXROERER. pb3 EAEGE— M nBREZHER. — 0O DNALEE. —MERFEMN—1c
i@ [PMID: 227138681,

TCGA IR B~ , TP53 1E AR B2l ffi i i P IO SRR ZE 2 5149 50%H 80%. HIEE R, TPS3 JEMTRERE

(non-disruptive mutation) EMHEI NSCLC. B85 EGFR 32E A NSCLC BEMF RMSEF[PMID: 24696321],
2 EGFR R BHES TKI AT IA R7 MM EF[2015 WCLC MINI05.03], RE TP53 REIMERS, B
MHEATHER, RRZ—MEN TPS3REEST TPS3 EMFITHNTRRR. TPS3RELXEHEENMNERELF
5, SHNERM TPS3 BRI NERTENRERT., BRiBETAT RIREIE: ARALIMEIFIN Weel H0HIF
Adavosertib (AZD1775) . Chkl I, HSP9O imHIF %,

KRAS/TP53 WRTEMREAEESKFNMBREAR (TMB) . XEREMREBRE AMFE S F[PMID:
26069186, 26477306], @M/ \EAFAZTIETR, #7 TP53 %% (B STK11 & EGFR H4H) | 45512 KRAS/TP53
WERLH NSCLC BEEM BT RIMFIFET HRATFEHEEEE[PMID: 28039262, 29764856],

IEFREXERARBNERTIR (INXER)
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] ID RSB g

3 (=]
?&EQRE:?: RS23092780FLD 2023/11/20 AM IRERBARIR
2R pid =t 3l HEF cDNA T SEBNT *E
MSH6 N R 4 €.2562G>T p.Lys854Asn 55.17%
VHL BXRT 2 c.368G>A p.Gly123Glu 2.62%

1. ERT RN RENEEAYEURMERRETRERIBEIERE OncoDB, EEFEE NCCN 88, OncoKB [PMID: 28890946]%F 2 H#1
BEAR. ZHENERAEESE. HEREETHTEUNRBRABIENEF, ERIETERELL.

*:

2. TRE5DYHBMIEERFIRIE AMP/ASCO/CAP #X15R[PMID: 27993330]H 435 ABCD M Hk: A%k (FDA #it)E, SR
BT T AiRKRER) , BR (BRAMKRNIRKMTIES, BRFIRKETREIR) , CH FFEMEMPIARIERE. HESENR
RIRBHFENARE, HEFSNMNERARZE) , DR (RRIHAR. HERFOARESRR) . TREBERAEXNEELS
ANNER: | XZER (BB AKX BRIEE) , 1 XER (BF CRHDLER) , NEXLR (MEEXRKIERE) , IVEZER
(BAIERAREXER, RERIIH) .
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?&EQRE»‘? R$23092780FLD 2023/11/20 AM B EREALSR

EEA ETRAR ERER ¥E 17 3=8%4
ALK EH/RRLEFEN/RRAENRER R

BRAF RRE/HEN/EREK R H

EGFR R KR p.L747_P753delinsS 19.11% BB (1)
ERBB2 RRE/MEN/RR/ENHEE R

KRAS RREMEN/RK/ENHER KK

MET AR HRN/ERK [ N R

RET B H/ KRR/ /ERK R H

ROS1 BH/ RRE /N /EREK EN e

1 ERNFIHT IR NAMREE NCON ER#HEFERNER. MLERTRNREUREMERNSERER 1. ERTFREFER 5B
ﬁo

2 ALKERG RS EREFISMUFALKER 19SREFM 20 S5EFH ALK EE EHE (EMLA-ALK, KIFSB-ALK %) ,L1196M,
L1198F, C1156Y, F1174L, G1202R, S1206Y, G1269A, I1171T, T1151dup ZZRZ LUK £ M #kI 18,

3. BRAF EANRZBARRTF V600E, G466A/E/V, GA469A/V, G464V, Y4T72C, N581S, D594G, L597V/S, K601E HFRIE,

4. EGFR 2R MK Z B AR F exonl9del, L858R, T790M, exon20ins, G719X, ET09K, S768I, L861Q, L792H, GT796R,
CT97S FRELURE NI 18,

5. ERBB2 ER M ZEBFRTF exon20ins, G309A/E, S310Y/F, E321G, V659E, L755S, DT69H/Y, VTT7L, V842| HERE
AR #E L Ea 18

6. KRAS EER MR ZBEARIRETF G12X, G13X, Q61X, Al46X Zoeas b i MKy L,
7.MET EERIRZEFRTSIIEMET ER 14 SHEFHRNARE., BN/BREAETRLE LI KREN KR,
8. RETEAKNREERETFIH ST RETERE 10, 11 SHEFH RET EREEH (KIF5B-RET, CCDC6-RET &)

9. ROS1 EFMAZERIRFH ST ROSL EF 31 (FEEXHE) , 33, 34, 35 SHAEFH ROS1 EFEEH (CD74-ROS1,
SLC34A2-ROS1, EZR-ROS1 %) , B G2032R, L2026M, L2155S FRZE,
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ID IREHE ¥ = &

RS23092780FLD 2023/11/20 AM YREREEALSR

3. & JATT X BIOMARKER 1 45 RC &

MREFRENME (MSID)

o MG R

* MSI W48

o IFEREX

WIDERER (MSS)

MBEFRBREM (MSI: microsatellite instability) 2% DNA FFIHhRIEEERFTIMN
WEKEM (%) EERENEMIOR L, FEBRERREL. AENVFB NGS EE
BEMAEIA[PMID: 29277635 @I MM B2 = (MS) KE 2% 89T (& LU FI BT MSI
K&

HUHRERER (MSS) LAEELENEERTHYEE.
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SNP

CYP2D6*10
rs1065852

DPYD*13
rs55886062

DPYD*2846A>T
rs67376798

DPYD™*2A
rs3918290

UGT1A1*28
rs8175347

UGT1A1*6
rs4148323

fi =

BCL2L11 &R
2EREF
€.394+1479_394+
4381del

ID

RS23092780FLD

HEE

G/G

A/A

T/T

c/C

(TA)s/(TA)s

G/G

TR/IFER

FER

LTR/IFER

B4R

FER

FER

B4R

FER

53 it

k& HEA g =
2023/11/20 AM MRERRFRALRR
(77 3=9%4

CYP2D6 HI3EAS S5 SMAMNE, FERRERAHEESE
E®,

DPD fRZ 5 ®RMENE (5-FU. RIBMEIRSEMA) S14HEMHE
Ko DPYD B4 EIE#E DPD RIALERE,

DPD fRZ 5 ®RMENE (5-FU. RIBMEIRSEMA) S14HEMHE
Ko DPYD B4 EIE#E DPD RIALERE,

DPD fRZ S ®RMIE (5-FU. RIBMIREMA) S4EME
Ko DPYD B4 AIE#H DPD RIALERE,

UGTIAl HEZAMERLEESHIEMMEX, UGT1AL
(TA)s/(TA)s B B E HIIR I B BRAEXS M AT 8 M KK
2021 CSCO £E s/t UGT1AL (TA)e/(TA)s B T
UGT1Al (TA)e/(TA) BAEEHEFFIBREMFAE LA 80
mg/m2/FAF 65 mg/m?/&,

UGTIAl K EZTMUSRUBRFMEMEX, FERRE D
IR B R XS AR,

I R B X

BOMFTET, BCL2L11 (BIM) EF 2 SARFHRERSEERK A 6
5 i UBR BB D HI 7 T A M X [PMID: 22426421]; Z#FA7 BIM £
£E, THEMEMW.
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P ID REE onl )
Fevy
d. ﬁnEggli- RS23092780FLD 2023/11/20 AM IREERE BRI
e Bl el FEleR e T s e =0
5_
45 « BRCAL =+ FGF4

BRCA2 + FGFR1
CCND1 ¢ FGFR2
* CDK4 * FGFR3

° EGFR MET

* ERBB2 MYC
FGF19 +« others
FGF3

RS23092780FLD Position

E TERTARBERNELIHSH. STRARTEEAN - TMTHRXE, PFEERRAERXEZENHERNER, BMRRERFN
ENREHRUE, JMRFET NGS FEAZUHERINENY UeMARTEEERNENLL) . NGSENGE A NKATE
SWFTHEN DNA AP S BMNEEMA DNAFIHR, BEFFARRES M MERFSENEREE LK.
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‘ ID Eira=g=1l K= 5
gﬁﬁ%ﬁ RS23092780FLD 2023/11/20 AM PEREBEHRMR
BRESH #iE FaiEtni
IR TP AR S L RiEH &
DNA 2 &(ng)? 532 =30
DNA R E (4 DNA FEXPEfART2E 3 FEA FEA
WX S8 (ng)t 2643 >300
FENERE S 3787 =500
IR RN ERE © 2635 =250
BEY—MT 95% =90%
M P B & T E
FrHIEIn L= 8 100% >90%
WERE Q30 &t ° 89% =80%
ENEREEF S RiEH FiEF
SiERE TG 1 a%

1 BMEMEARSL . SREEZRRA HE 2EBTE, ZHEAREEMEABRSLE,. IFFFTBRMREEFRETEFERG,
BRI, cfDNA HEARR ML,

2.DNA BE: XK AIEIH DNA B &,

3.DNA FERFEMRREE . BT 3 DNA R EREMRIBEHT MG, ADXRTFBREREERAAS. IEASTHREMEEE TG, WSk
T cfDNA BRI T (.

4 MIXERE: AXEMEN, BRARBMEXSET EAUTINEGE2MERFNPE~YNIE,
5. ¥ ARE: BNEESMHERNE TR,

6. MBFINFRE: ZEF, BNERNFRENFMIE,

7. BEY—M KTEHRERN 20%895E 0 = & BARKEEE M = S 8A 5.

8. FHIEINStbE: It MEIRSZERANFTIEHE Stk

9. WMEMRE Q30 Atb: MEFHIETHEREE Q30 L (BIHERFEFTHZ—UT) B4,

10. B AaAF—E: FIB SNP DERGENHEAZEN—EIE. MBHETF 0% EREAFEMANRIE DNASLHAE
SExdEAHIERBR—A.

11. BERERE: FAULSEHTEE M, RIBRMMN, DREK. TR (RRME) IFREB=IFR, RETAIF
BIRER T RE = U Lh R A M AR M A SR
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ID IREHER ¥ = &
RS23092780FLD 2023/11/20 AM

e

E sy
?’s@?ﬁ I BB AR
AHN-ABEERNEEAR (NGS) WREABTRI. &

Wi E
FORKMZE XA B R IERFHRRAMET lumina WF
BRABMEBEFRIA L. DRMRIE. REEFRIEAERKE CLIA'S8 RERIMEXKAIESENTRARA TSI,

HiEE DREIRKQL 0 ME 2 AT S B8N F N = 8 BT,
AN F LB = B AR ERHBRINE F K +/-20bp SEEAM BZEFERER (SNV) , EHEBIBAREREZS (INDEL) ,

BERZENHEZSE (CNV) , URMRAEE~RBREERNEREH (rearrangement/fusion) o

ZERRENSEIRKE S

[ BR 14 358 B

1. MW AIRPRIZ B KR 77 RRIB M S EMEEEN, IImPRI2 BT KR R R N H IR R E £
(EEA=Eall
2. AN D HABRETEARNXMAAFNKIEE, BENFRANLZBRNBIEENEN, EREETELYE

TE,

3. AKMER T RIMIEEER DNAKFHESR, RiFKk DNA BEML. RNA KFHERBKFHIM,
4. MAKMHEEERANER (AAMER) FEHBREFEZRTRUTRNESNATEM.
5. MEBER—MEXNAAMER, TERSHAEUMEBEFTEHRKREESSSHIOETERETHE. FRNFEERTF
BN HIBR S B 1T

6. MEBREIETIRFIRLINREERERNER, MMERENREIERETN, B IE LA 88572 A0
BANSRME. FENRSERNERERAR,

7. BENWABRHRETFREBESEEIHA CNV, CNV EISRIER B BRFEAPHERRE SR Mm, HAR
B 4R AR S EE<20%BT, CNV B9 M8 R = R

8. MSI B9t M SR M R BB R AP IEARE S LRI, HAR P IHEARE 5L <20%53 maxAF<10%6Y, MSI B0

MEEMEZ IR,
9. AWM BEMBARKEE, REEWREE, ERERPIHBREFEFNERRERIRH M.
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Burning Rock Dx

AKT1 N 0010144321
ATM nv_000051.3
BCOR v 0011233831
BRINP3 nw 199051.2
CCND1 nm 0530562
CDK4 N 0000753
CHEK1 nwv 0012745
CYP2D6 1 000106.5
EMSY nwv 0013009421
EPHB1 v 0044414
FANCA N 0001352
FGF3 nwv 0052472
FLT1 niwvi002019.4
GRIN2A N 000833.4
HIST1H3G N 0035342
IKZF1 nivi006060.5
KDMB5A N 001042603.2
KMT2D nwv 0034823
MAX N 002382.4
MRE11 nwv 0055913
MYC v 002467.4
NFE2L2 nwvi 0061644
NTRK2 nwvi 0061804
PDGFRA N 006206.4
PIK3CG N 001282426.1
POM121L12 i 1825953
PTPRT nv 1331703
RADS54L nwvi 0035793
RET nm 0209754
SMADA4 N 0053595
SPTAL N 003126.2
TERT nm 1982532
TRPC5 N 0124712
VEGFC nvi 005429.4

ID

RS23092780FLD

ALK N 0043044

ATR nwv 0011843

BLM nwvi 0000573
BRIP1 nwvi 0320432
CCNE1 nwv 0012383
CDKG6 N 0011453061
CHEK2 nwvi 0071943
DIS3 N 0149534
EP300 v 001429.3
ERBB2 nwvi 0044483
FANCI nv 001113378.1
FGF4 nwv 0020072
FLT3 niwvi 0041192
H3C2 nv 0035373
HRAS nwvi 0053433
IL7R nwv 0021853
KDMG6A N 001291415.1
KRAS N 033360.3
MCL1 nv 021960.4
MSH2 nv 0002512
MYCN nwv 001293228.1
NOTCH1 nwvi 0176174
NTRK3 N 001012338.2
PDGFRB N 002609.3
PIK3R1 nwvi 1815232
PPP2R1A nwv 0142255
RAD50 nwvi 0057323
RAF1 nwvi 0028803
RNF43 nv 0177635
SMARCA4 N 0011288491
SRC nwm 1982912
TGFBR2 N\ 001024847.2
U2AF1 v 001025203.1
VHL N 000551.3

& B

2023/11/20 AM

APC NM_000038.5

B2M nm 0040482

BRAF nwvi 004333.4
CARD11 nwi 0324155
CD274 N 0141433
CDKN1A N 0012915491
CREBBP n\vi 0043802
DNMT3A N 022552.4

ERBB3 N1 001982.3
FAT3 NV 001008781.2
FGFR1 niwvi 0231102
FLT4 v 1829254
H3F3C nivi 0010136992
IDH1 v 005896.3
INHBA N 0021923
KDR N 0022532
LRP1B nwv 0185572
MEN1 nwv 0002443
MSH6 nv 0001792
NAV3 nwvi 001024383.1
NRAS v 0025244
PAKS5 NV 0203413
PIK3C2G n\vi 001288772.1
PMS2 nvi 000535.6
PRKDC N 006904.6
RAD51B nv 1335093
RARA N 0009643
ROS1 v 0029442
SOX2 N 0031063
STAG2 N 001042749.2
TP53 N 0005465
UGT1A1 N 000463.2
YES1 v 0054333

E: EEZEEMN NM ESADITEIRNFARENERERS (RefSeq)

FERENHSHER (9 1)

ALK FGFR1
NTRK3 RET

ROS1

FGFR2

FGFR3

11/13

b

PEREBEHRMR

AR NM_000044.3
BARD1 N 0004653
BRCA1 nwv 0072943
CASP8 N\ 0012284
CD74 N 001025159.2
CDKN1B N 004064.4
CSMD3 nivi 1981231
DPYD nw 0001103
EPHAS Ny 001281765.2
ERBB4 v 0052352
FBXW7 v 0336323
FGFR2 v 0001414
GATA2 NV 001145661.1
HGF N 000601.5
IDH2 N 0021683
JAK1 nv 0013209231
KEAP1 N 0122893
MAP2K1 nwv 0027553
MET nm 0002453
MTOR nv 004958.3
NBN nivi 0024854
NRG1 N 001322205.1
PALB2 nvi 0246753
PIK3C3 v 0026473
POLD1 v 001256849.1
PTEN nwm 000314.6
RAD51C v 0582162
RB1 nwvi 0003212
RUNX1 nwv 0017544
SOX9 NV 0003463
STK11 N 000455.4
TP63 v 003722.4
VEGFA NV 001025366.2

NRG1

ARID1A nv 006015.4
BCL2L11 nwv 1386214
BRCA2 n\vi 000059.3
CBL nwv 0051883
CDH18 N 001291956.1
CDKN2A 1w 0000774
CTNNB1 v 0019043
EGFR nv 0052283
EPHAT nwv 0044403
ESR1 nvi 0001253
FGF19 nv 0051172
FGFR3 v 000142.4
GATA3 NV _001002295.1
HIST1H1C nwvi 005319.3
IGF2 N 0006125
JAK2 N 0049723

KIT nwv 0002222
MAP3K13 nivi 001242314.1
MLH1 nwv 0002493
MUTYH nwv 0011284251
NF1 nwv 0002673
NTRK1 nivi 0010077921
PARP1 nwv 0016183
PIK3CA N 0062183
POLE nwv 0062313
PTPRD nwvi 0028393
RAD51D nwm 002878.3
RBM10 nvi 0012044681
SETD2 nv 0141596
SPOP N 0010072261
TBX3 NV 016569.3
TRIM58 N 0154313
VEGFB N 0033774
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i ALK Z4H (BEE) B9 NSCLC 3 ALK I FIERK, BHELL ALK MEBX RS MR (40 L1196M.
G1269A. G1202R. T1151dup. L1152R. C1156Y. F1174L %) ¢ ALK ¥ 15 NSCLC mTREXS 1 1%
ALK 3 52 AR R T 25 , (B BT REXT 2/3 48 ALK I 5 SRk #5575 ALK E &R % (90 G1202R/L1196M.
G1202R/G1269A) B9 NSCLC mJ&EXT 3 X ALK HIHIFIF Hi & e i 250

% BRAF V600OE ZRZTHY NSCLC ¥ BRAF &I A&z MEK HD&IFIEX &8 8K, ™ BRAF G466V,
G469A. Y472C FIE V600 RZTHJ NSCLC AT REX Z AE IR BRAF $IHIFI R 8,

#% EGFR B BUKRRT 19del. L858R /D LB T 4N L861X. G719X. S768I #y NSCLC 3 1/2
£ EGFR-TKI 8%, HA 2 X TKI XD IISRRTHHBRABE, EGFR T790M RLEX 1/2 /£
EGFR-TKI it %, B3 3 1 EGFR-TKI 8%, [k AT63_Y764insFQEA LISMZ 3K EGFR 20ins R X
BEfE 1-3 € TKI MR X (E, X Z Amivantamab. Mobocertinib Z8URK, #H EGFR ¥ 1% B9 fifi i
FEEATHEXT T EGFR MAB & iT (vs BAlfbyT) BMSR, EGFRERAHES R BN T SINHIFIT K
RERIBEHEMEX,

# 7 ERBB2JEH R T 40 20ins.S310X B9 NSCLC 3¢ T-DXd.T-DM1 Z&#1 ERBB2 J477 8 &, 7 ERBB2
18 A NSCLC BIREX 1 ERBB2 AT 8UR, ERBB2 EWHWTRAIEN 1. 3 X EGFR-TKI M 214,

KRAS RL 2 NSCLC E2FEMNAREEAEF, U2 EGFR-TKI HE @A77 MM ZH1El, £ 3t KRAS G12C
R R MG Sotorasib (AMG 510) BE3k15F FDA #t/ BT KRAS G12C RYBEHEA NSCLC, Hfth
ZAME2 M KRAS &5 (B23E5HX G12D) 3 pan-KRAS I FI £ 6 & &,

BH MET 14 SHEFBNRRE (FTRETIRE) AYEEHI NSCLC X MET iz Ee. FXE
B. *BER. HaBRERK, HH MET #EINHSKFY B9 NSCLC RIAEx MET #0581/,
MET MBS XRGMMZIRE (W0 D1228V. Y1230C) AR | B MET MIEIFIIMER. |AER
M5, AIEEIA I B MET #IEfN-R1E&ERABTT. MET ¥ 18R EGFR-TKI WEEMHNE, T
It 261 25 7] & R R EX MET #0575 EGFR NI FIBX 578 77 3R BK

EH RETE2H (BiE) MIBRER NSCLC XER M RET #EIFI40 Selpercatinib. S F R, 7rH
BEFTIEERM TKI EEE B H8=.

™ ROS1 EH (R5) B9 NSCLC X ROSL #NFFIiNe e, BEine. FHBERBFHRE, #F
ROS1 G2032R FHEEXIR1GMRIER NSCLC AIgEX e M B £

FEAEMILE (NCCN) Bl R KB 36,
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